Association of the 70-gene assay and homologous recombination deficiency in patients
with High Risk 2 breast cancers
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cctable_percentagesPerMPgroups

						MammaPrint Group

						UltraLow		Low		High 1		High 2		P-value

		BluePrint Result		Basal		0 (0.0%)		0  (0.0%)		9  (5.1%)		168 (94.9%)		<0.001

				Luminal		95 (8.5%)		286 (25.5%)		612 (54.6%)		128 (11.4%)

		Sex		Female		94 (7.3%)		283 (22.1%)		610 (47.5%)		296 (23.1%)		0.115

				Male		1 (6.7%)		3 (20.0%)		11 (73.3%)		0  (0.0%)

		Age		Mean		60 (±10)		60 (±12)		56 (±13)		52 (±13)

		Race		AAPI		1 (2.9%)		7 (20.6%)		17 (50.0%)		9 (26.5%)		0.002

				Black		11 (6.5%)		21 (12.4%)		85 (50.3%)		52 (30.8%)

				Latin American/Hispanic		5 (4.0%)		26 (20.9%)		52 (41.9%)		41 (33.0%)

				NA		6 (7.2%)		18 (21.7%)		36 (43.4%)		23 (27.7%)

				Other		0 (0.0%)		5 (33.3%)		9 (60.0%)		1  (6.7%)

				White		72 (8.2%)		209 (23.9%)		422 (48.3%)		170 (19.5%)

		Menopausal.Status		NA		0  (0.0%)		5 (33.3%)		7 (46.7%)		3 (20.0%)		<0.001

				Not applicable		4 (10.8%)		1  (2.7%)		20 (54.1%)		12 (32.4%)

				Post-		72  (8.7%)		210 (25.5%)		380 (46.1%)		163 (19.8%)

				Pre-/Peri-		13  (3.4%)		65 (17.1%)		194 (50.9%)		109 (28.6%)

				Unknown		6 (15.0%)		5 (12.5%)		20 (50.0%)		9 (22.5%)

		Tumor Stage		NA		36  (9.4%)		105 (27.4%)		168 (43.9%)		74 (19.3%)		<0.001

				T1		36 (12.5%)		72 (24.9%)		125 (43.3%)		56 (19.4%)

				T2		16  (3.6%)		67 (15.2%)		234 (53.2%)		123 (28.0%)

				T3		4  (3.1%)		32 (24.4%)		69 (52.7%)		26 (19.8%)

				T4		3  (5.5%)		10 (18.2%)		25 (45.5%)		17 (30.9%)

		Nodal Stage		N0		39  (8.1%)		115 (24.0%)		206 (42.9%)		120 (25.0%)		0.002

				N1		13  (3.6%)		55 (15.2%)		212 (58.6%)		82 (22.7%)

				N2		1  (3.7%)		3 (11.1%)		14 (51.9%)		9 (33.3%)

				N3		0  (0.0%)		1  (6.7%)		8 (53.3%)		6 (40.0%)

				NA		38  (9.8%)		107 (27.6%)		169 (43.6%)		74 (19.1%)

				Unknown		4 (15.4%)		5 (19.2%)		12 (46.2%)		5 (19.2%)

		Nodal Status		LN-		39  (8.1%)		115 (24.0%)		206 (42.9%)		120 (25.0%)		<0.001

				LN+		14  (3.5%)		59 (14.6%)		234 (57.9%)		97 (24.0%)

				NA		38  (9.8%)		107 (27.6%)		169 (43.6%)		74 (19.1%)

				Unknown		4 (15.4%)		5 (19.2%)		12 (46.2%)		5 (19.2%)

		Grade		G1		45 (24.7%)		83 (45.6%)		53 (29.1%)		1  (0.5%)		<0.001

				G2		47  (7.6%)		169 (27.4%)		351 (56.9%)		50  (8.1%)

				G3		0  (0.0%)		12  (2.9%)		175 (42.2%)		228 (54.9%)

				NA		1  (2.9%)		8 (22.9%)		19 (54.3%)		7 (20.0%)

				Unknown		2  (4.1%)		14 (28.6%)		23 (46.9%)		10 (20.4%)
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		BluePrint Result		Basal		0 (0.0%)		0  (0.0%)		9  (5.1%)		168 (94.9%)		<0.001

				Luminal		95 (8.5%)		286 (25.5%)		612 (54.6%)		128 (11.4%)

		Sex		Female		94 (7.3%)		283 (22.1%)		610 (47.5%)		296 (23.1%)		0.115

				Male		1 (6.7%)		3 (20.0%)		11 (73.3%)		0  (0.0%)

		Age		Mean		60 (±10)		60 (±12)		56 (±13)		52 (±13)

		Race		AAPI		1 (2.9%)		7 (20.6%)		17 (50.0%)		9 (26.5%)		0.002

				Black		11 (6.5%)		21 (12.4%)		85 (50.3%)		52 (30.8%)

				Latin American/Hispanic		5 (4.0%)		26 (20.9%)		52 (41.9%)		41 (33.0%)

				NA		6 (7.2%)		18 (21.7%)		36 (43.4%)		23 (27.7%)

				Other		0 (0.0%)		5 (33.3%)		9 (60.0%)		1  (6.7%)

				White		72 (8.2%)		209 (23.9%)		422 (48.3%)		170 (19.5%)

		Menopausal.Status		NA		0  (0.0%)		5 (33.3%)		7 (46.7%)		3 (20.0%)		<0.001

				Not applicable		4 (10.8%)		1  (2.7%)		20 (54.1%)		12 (32.4%)

				Post-		72  (8.7%)		210 (25.5%)		380 (46.1%)		163 (19.8%)

				Pre-/Peri-		13  (3.4%)		65 (17.1%)		194 (50.9%)		109 (28.6%)

				Unknown		6 (15.0%)		5 (12.5%)		20 (50.0%)		9 (22.5%)

		Tumor Stage		NA		36  (9.4%)		105 (27.4%)		168 (43.9%)		74 (19.3%)		<0.001

				T1		36 (12.5%)		72 (24.9%)		125 (43.3%)		56 (19.4%)

				T2		16  (3.6%)		67 (15.2%)		234 (53.2%)		123 (28.0%)

				T3		4  (3.1%)		32 (24.4%)		69 (52.7%)		26 (19.8%)

				T4		3  (5.5%)		10 (18.2%)		25 (45.5%)		17 (30.9%)

		Nodal Stage		N0		39  (8.1%)		115 (24.0%)		206 (42.9%)		120 (25.0%)		0.002

				N1		13  (3.6%)		55 (15.2%)		212 (58.6%)		82 (22.7%)

				N2		1  (3.7%)		3 (11.1%)		14 (51.9%)		9 (33.3%)

				N3		0  (0.0%)		1  (6.7%)		8 (53.3%)		6 (40.0%)

				NA		38  (9.8%)		107 (27.6%)		169 (43.6%)		74 (19.1%)

				Unknown		4 (15.4%)		5 (19.2%)		12 (46.2%)		5 (19.2%)

		Nodal Status		LN-		39  (8.1%)		115 (24.0%)		206 (42.9%)		120 (25.0%)		<0.001

				LN+		14  (3.5%)		59 (14.6%)		234 (57.9%)		97 (24.0%)

				NA		38  (9.8%)		107 (27.6%)		169 (43.6%)		74 (19.1%)

				Unknown		4 (15.4%)		5 (19.2%)		12 (46.2%)		5 (19.2%)

		Grade		G1		45 (24.7%)		83 (45.6%)		53 (29.1%)		1  (0.5%)		<0.001

				G2		47  (7.6%)		169 (27.4%)		351 (56.9%)		50  (8.1%)

				G3		0  (0.0%)		12  (2.9%)		175 (42.2%)		228 (54.9%)

				NA		1  (2.9%)		8 (22.9%)		19 (54.3%)		7 (20.0%)

				Unknown		2  (4.1%)		14 (28.6%)		23 (46.9%)		10 (20.4%)
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						MammaPrint Risk Group

						UltraLow		Low		High 1		High 2		P-value

		BluePrint Subtype		Basal		0 (0.0%)		0  (0.0%)		9  (5.1%)		168 (94.9%)		<0.001

				Luminal		95 (8.5%)		286 (25.5%)		612 (54.6%)		128 (11.4%)

		Sex		Female		94 (7.3%)		283 (22.1%)		610 (47.5%)		296 (23.1%)		0.115

				Male		1 (6.7%)		3 (20.0%)		11 (73.3%)		0  (0.0%)

		Age		Mean		60 (±10)		60 (±12)		56 (±13)		52 (±13)		>0.001

		Race		AAPI		1 (2.9%)		7 (20.6%)		17 (50.0%)		9 (26.5%)		0.002

				Black		11 (6.5%)		21 (12.4%)		85 (50.3%)		52 (30.8%)

				Latin American/Hispanic		5 (4.0%)		26 (20.9%)		52 (41.9%)		41 (33.0%)

				NA		6 (7.2%)		18 (21.7%)		36 (43.4%)		23 (27.7%)

				Other		0 (0.0%)		5 (33.3%)		9 (60.0%)		1  (6.7%)

				White		72 (8.2%)		209 (23.9%)		422 (48.3%)		170 (19.5%)

		Menopausal.Status		Pre-/Peri-		13  (3.4%)		65 (17.1%)		194 (50.9%)		109 (28.6%)		<0.001

				Post-		72  (8.7%)		210 (25.5%)		380 (46.1%)		163 (19.8%)

				NA		0  (0.0%)		5 (33.3%)		7 (46.7%)		3 (20.0%)

				Unknown		6 (15.0%)		5 (12.5%)		20 (50.0%)		9 (22.5%)

		Tumor Stage		T1		36 (12.5%)		72 (24.9%)		125 (43.3%)		56 (19.4%)		<0.001

				T2		16  (3.6%)		67 (15.2%)		234 (53.2%)		123 (28.0%)

				T3		4  (3.1%)		32 (24.4%)		69 (52.7%)		26 (19.8%)

				T4		3  (5.5%)		10 (18.2%)		25 (45.5%)		17 (30.9%)

				NA		36  (9.4%)		105 (27.4%)		168 (43.9%)		74 (19.3%)

		Nodal Stage		N0		39  (8.1%)		115 (24.0%)		206 (42.9%)		120 (25.0%)		0.002

				N1		13  (3.6%)		55 (15.2%)		212 (58.6%)		82 (22.7%)

				N2		1  (3.7%)		3 (11.1%)		14 (51.9%)		9 (33.3%)

				N3		0  (0.0%)		1  (6.7%)		8 (53.3%)		6 (40.0%)

				NA		38  (9.8%)		107 (27.6%)		169 (43.6%)		74 (19.1%)

				Unknown		4 (15.4%)		5 (19.2%)		12 (46.2%)		5 (19.2%)

		Nodal Status		LN-		39  (8.1%)		115 (24.0%)		206 (42.9%)		120 (25.0%)		<0.001

				LN+		14  (3.5%)		59 (14.6%)		234 (57.9%)		97 (24.0%)

				NA		38  (9.8%)		107 (27.6%)		169 (43.6%)		74 (19.1%)

				Unknown		4 (15.4%)		5 (19.2%)		12 (46.2%)		5 (19.2%)

		Grade		G1		45 (24.7%)		83 (45.6%)		53 (29.1%)		1  (0.5%)		<0.001

				G2		47  (7.6%)		169 (27.4%)		351 (56.9%)		50  (8.1%)

				G3		0  (0.0%)		12  (2.9%)		175 (42.2%)		228 (54.9%)

				NA		1  (2.9%)		8 (22.9%)		19 (54.3%)		7 (20.0%)

				Unknown		2  (4.1%)		14 (28.6%)		23 (46.9%)		10 (20.4%)
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