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BACKGROUND

+Clinical trials provide improvements in the discovery,
treatment, and quality of life for various diseases and
disorders including breast cancer.

*The MammaPrint 70-gene signature along with BluePrint
80-gene molecular subtype signature are tools to provide
such improvements in treatment planning.

+Historically, patient trial populations have not been
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FLEX serves as a vehicle to convey impactful research to the
public at an accelerated rate. All physicians participating in
FLEX may submit concept proposals for new research 1IS.
All proposals are reviewed through a committee of fellow
FLEX physicians to confirm scientific need and impact in the
breast cancer field. Once approved, analysis will be
performed using data from the FLEX database to address

* FLEX is the first of its kind to link clinical data with full transcriptome data in
breast cancer.

« It is a prospective, observational trial that enrolls patients who are > 18 years old
with histologically proven stage I-1II breast cancer with up to 3 positive lymph
nodes.

« Eligibility for study enrollment include standard of care MammaPrint testing with or
without BluePrint and consent to clinically annotated full transcriptome data
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US, Canada, Greece, and Israel.
* All proposed substudies are reviewed and approved by both internal and external
research and scientific review committees.
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precision medicine for patients with early-stage breast
cancer
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* Overall, the FLEX study strives to use MammaPrint, BluePrint, and newly - . EMEA Sites
developed immune signatures, like ImPrint, along with full transcriptome data to - 2, 3
improve precision medicine in early-stage breast cancer . y
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