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								N = 1322												N = 1040

								ER+ Basal ( n= 101)		ER+ Luminal B (n = 1040)		ER- Basal ( n= 181)		Significance						ER+ Luminal B H1 (n = 916)		ER+ Luminal B H2 ( n= 124)		Significance

						Mean Age		55.1		59.8		56.94		p<0.001				Mean Age		60.24		56.6		p=0.002

						Lymph node												Lymph node

						cN0		88		810		132		p=0.022				cN0		732		78		p<0.001

						>cN1		13		230		49						>cN1		184		46

						Grade												Grade

						G1		2		141		5		p <0.001				G1		137		4		p<0.001

						G2		16		590		28						G2		551		39

						G3		79		241		134						G3		169		72

						T Stage												T Stage

						cT1		49		594		78		p=0.002				cT1		546		48		p<0.001

						cT2		47		370		83						cT2		308		62

						>cT3		5		70		19						>cT3		57		13

						Ethnicity												Ethnicity

						White		63		759		104		p <0.001				White		687		72		p=0.001

						AA		19		108		41						AA		87		21

						LA		8		70		21						LA		60		10

						other		11		103		15						other		82		21





original

						ER+ Basal		ER- Basal		ER+ Luminal B		Significance						ER+ Luminal B H1		ER+ Luminal B H2		Significance

				Mean Age		54.36		56.43		60.13						Mean Age		59.12		57.15

				Lymph node												Lymph node

				cN0		54		132		537						cN0		482		55

				>cN1		9		53		164						>cN1		136		29

				Grade												Grade

				G1		2		4		97						G1		95		2

				G2		10		17		40						G2		381		26

				G3		52		101		165						G3		111		54

				T Stage												T Stage

				cT1		29		53		277						cT1		347		33

				cT2		31		57		243						cT2		202		41

				>cT3		4		12		46						>cT3		38		8

				Ethnicity												Ethnicity

				White		59		94		707						White		436		46

				AA		15		32		101						AA		55		18

				LA		6		18		65						LA		40		5

				other		8		12		21						other		28		8





table 02-02



				ER- Basal (n = 128)		ER+ Basal (n = 63)		ER+ Luminal B (n = 698)		Significance		ER+   Luminal B H1                (n = 615)		ER+ Luminal B H2              (n = 83)		Significance







		Mean Age		56.81		54.19		59.97		p < 0.001		60.38		56.98		p = 0.02

		Lymph node

		cN0		113 (73%)		54 (86%)		523 (80%)		p = 0.13		482 (78%)		55 (66%)		p = 0.014

		>cN1		41 (27%)		9 (14%)		141 (20%)				133 (22%)		28 (34%)

		Grade

		G1		4 (3%)		2 (3%)		97 (15%)		p < 0.001		95 (16%)		2 (2%)		p < 0.0001

		G2		16 (14%)		10 (16%)		406 (61%)				380 (65%)		26 (32%)

		G3		98 (83%)		50 (81%)		163 (24%)				110 (19%)		53 (66%)

		T Stage

		cT1		56 (44%)		30 (48%)		394 (56%)		p = 0.08		361 (59%)		33 (40%)		p = 0.005

		cT2		60 (47%)		29 (46%)		254 (38%)				212 (34%)		42 (51%)

		>cT3		11 (9%)		4 (6%)		50 (6%)				42 (7%)		8 (9%)

		Ethnicity

		White		74 (58%)		37 (59%)		505 (72%)		p = 0.001		458 (74%)		47 (57%)		p = 0.001

		AA		30 (23%)		12 (19%)		75 (11%)				57 (9%)		18 (22%)

		LA		14 (11%)		6 (10%)		48 (7%)				43 (8%)		5 (6%)

		other		10 (8%)		8 (12%)		70 (10%)				57 (9%)		13 (15%)

		*unknowns excluded

		AA = African American

		LA = Latin American

																												ER- Basal ( n= 158)		ER+ Basal ( n= 99)		ER+ Luminal B (n = 698)								ER+ Luminal B H1 (n = 615)		ER+ Luminal B H2 ( n= 83)
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